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Submitter #3ZHER
* First name %

RRXER

Middle name =hi8]%
RRZEDEH

* Last name ¥

R EER

* Email (primary) ERFH
R E M

Email (secondary) & Fi%E
132 & & FRHErFH

* Organization #A{ia¢HL
e B SR 4B 4R B AR
Submitting organization URL 2{3r 5% 4H 0 it $i%4
Fr7E A 3 AR M1t 4

* Department B 1= &R
FR7ERRI T3 R

Phone HLiFE

NAEIE

Fax f§E

EES

* Street #7i#

FRE#IE

* City b

Fr e

State/Province #/[X
FREE&E/X

* Postal code H}E4RHS

R B 4


http://gsa.big.ac.cn/submit/project/submitter!detail.action

* Country/Region [EZ/i#h[X

/X

General Information THHER

* Release date %75 HH

37 66 =

%% “31 B % 75 (Release immediately following curation)” g% “35 & HH#A %4 5 (Release on specified

date)”. WREF “EHIALE", WNEFHLLBRERNELHEE (yyyy-MM-dd)

* Project accession I H#RS

HIEFEM AR ERY BioProject 455

* Sample title

HRE—MEENRE, HETHEEERER

* Public description

RH—BRAXT, HIAEAEXER

Sample type FEAJH
TETELA T JLANE T ik B 184 2 B3 R g 26 8

Pathogen

FEHTFUYFE Sample Type A Clinical or host-associated pathogen Bl R 8% T8 3 48 2 iR R AR RE A

Wz,

1) Clinical or host-associated pathogen

EEER

g

P

*Sample name

HRE—NENRH. EEEM—
ERTR

*Organism FEEGHLRENEYI#ER, | AIER NCBI (Y Taxonomy #IEFE#IT
BIhRL T &R 18 R AIEIE

Isolate HIREBIZHARRIFESES, AT | & “isolate: Han”, RRHEARE T4
BRI, BUTENEREMNE | EARE; “isolate: Prostate Cancer Cell
Bt X 43 Line”, FAHEARRIRETHELEMA.

Strain iR

* Collected by B A R LA B TR

*Collection date BY#£AT8] WA yyyy-MM-dd "

*Geographic location BURERT D 2T RAESAAHERGENUNEEIFH

B){=2, a0 China: Beijing, Daxing".



https://www.ncbi.nlm.nih.gov/taxonomy

EEBHR HR =iE

*Host XAREBEEE (FTELWENEE)

*Host disease BERFZIR Wi IERE BB

*|solation source A EIRIEYHANYIE. R | W pig, water F, RN EENAUES
MIFHEIHIES missing

*Latitude and longitude

EVAE 3 o O St EB AR AR

IERZEEES, an: 38.98N 77.11W

Culture collection

FRIaHAR R AL

genotype EER

Host age VAR E ABTHAAG HAE B

Host description E IM“MD’#-TF?IHE LR

Host disease stage BERLEDE, ERNREER 4 death, chronic disease, recovery

Host health state

BER E)%«[k/ﬂ, BURERT AR RRK
RHER

Host sex

EEAE

Host subject id

BEMERS

BIREEENARAANNE—RS

Host tissue sampled

RUEEMNHEAKRRARNBZERER

Passage history EREIBERRITBE
Pathotype HRBESEER 7N Escherichia coli-STEC
Serotype MFRREMD X —MMFF 73 | a1 cy098518 RBEHRHFHIHINT LA,
%, REFEEREREH R BRI
MERUFER THEY RSN LM
Serovar MmiETH
Specimen voucher FEARFRIRTF
Subgroup WU TR LB, "RRA—NF
SMEPRIA T B
Subtype TR, AFRENE 30 HIV type 1, Group M, Subtype A

2) Environmental, food or other pathogen

FREH 7223 =

*Sample name BRE—EXAH. HEAE—#
ARER

*QOrganism FTEEGRLKRIFEHNEY/IMESR, | AE ANCBIA Taxonomy ¥ #& FE # 1T
BT &R R FIE

Isolate HWIRRSZHANFEEES, BT | &0: “solate: Han”, RRHEARB T4
SRMAFE, BT AMMERERE | EAEE; “isolate: Prostate Cancer Cell
XS Line”, FRnHEARRIRETHFELIIMA.

Strain iR

*Collected by ERiE A SIS B FR

*Collection date BR8] BRA" yyyy-MM-dd "

*Geographic location VAR 1 BN FHNEREGFHNMNEEIFM

{552, f5lan"China; Hunan"2"China:
Beijing, Daxing".



https://www.ncbi.nlm.nih.gov/taxonomy

REBR HR =iE
*|solation source IR D BIRICKIRES, WEMHEAR | pig, waterd, MRRNEFERTAIUES
FERTEF/S RS RER missing

*Latitude and longitude | EXAEih s p9bIR AR KR IEREEES, 5lan: 38.98N77.11W
Culture collection FIAREAR BB EHLH

Genotype HEER

Passage history EREIBERRABE

Serovar BURBESAER #NEscherichia coli-STEC

Specimen voucher

MER R R D EN—FMEFEF T
73k, RIBE AR (H H70R) R = 1%
MEBUFFER TES AR LM

BAcy098518 R B R EATHINT " LB

Subgroup m;E% A
Subtype TR, AFRENE ZIHIV type 1, Group M, Subtype A

Add attribute

R AR BTN

Microbe

FEHATWR Sample Type /3 Microbe, >k B HiE sk HL B MpARESY), (EFESEHREIFEH

o
WEERH ik #iE

*Sample name

ERB—NEX AT, BEAM—F
EBIR

*Organism FEESGHLSRENEYIFER, | AIERANCBIR Taxonomy ¥ #2 Ei# 1T
BRI T &R RFGIE
*Strain g

*Isolation source

RS BRIRRES, MEMEE
EERIMER/SMESHER

fnpig, water¥, MRNFERAUE
missing

*Collection date EX#£RT ] wAA" yyyy-MM-dd "

*Geographic location BN it RAESHFMEREFNAEEIFMM
=2, %l &"China: Hunan" 3% "China:
Beijing, Daxing".

Altitude =E HANSE ZisthR 5SS P IS

Z BN EEIERE

Biomaterial provider

SUHAREERES, TURRNUZ
R, WATLIE Pl &F

Collected by

B N SRR 2 AR

Culture collection

BT RIGRE AR AL

Depth

HHRE, AREUTHERRES

B: AR TR A RIRE 2RI BT
R T IRRE

Environment biome

BRI XBESTE

{5140 desert, taiga, deciduous, woodland,
coral reef &F. B{KiAKIESEE EnvO
(v2013-06-14) :



https://www.ncbi.nlm.nih.gov/taxonomy
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO

HEER i::3% i
Genotype e Jeskit)
Host ARBEEE (FRIURENEE

Host tissue sampled

RUEENFARRALNBZERER

Identified by

HANEN D XFRRERR

Lab host

ASBERIRERERRNEERR

Latitude and longitude

EVAE 3 o O St EB AR AR

IERZEEER, 5lan: 38.98 N 77.11W

Mating type

B E IR 3B R

NAHI09F[EE 3 “MATA”

Passage history

RintE R R RiEE

Sample size KRR (KR, REXER) &
HEI KN
Serotype MERREMS LN —MIIEF S | : cy098518RER B HINI IR
&, RIBEEREH R4
MERUFER THS A& LM
Serovar MmiELa
Specimen voucher HEARRRIATE
Temperature EVEE R R INEIR E
Animal

FERTUYFE Sample Type 3 Model organism or animal sample B3k B Z B =EREYWN S

MAAREARSARE R, AR, MR RIE e, @, RELSEMBEILIRIE.

EEER

iz

#ix

*Sample name

BRE—NE XA, EEEME—HX
&R

*Organism SEESHELKIENE/IMESR, B | 7 A NCBI#I Taxonomy ¥ #& B # 1T
KT &R RMIIE

Breed MR, EERTFYIFHShISIEY

Strain hE

Age HEARBAER BT BE R

*Biomaterial provider

FHEHEREREER, TURRNAE
R, ATLLE Pl &F

*Sex BN ThEBERIEHENERER 45 : male, female, missing, not
applicable, not collected

*Tissue REHERNRFHELBFEER

Birth date e A= R

Birth location B S

Breed history EYEE

Breed method ZHEARN

Cell line MR AR

Cell subtype il aRIEd

Cell type YHAmE R



https://www.ncbi.nlm.nih.gov/taxonomy

HEER 3% =i

Collected by BUAE A R HLAE 2 AR

Culture collection B R IR AR LA

Death date FE TRt E] BERBYYYY-MM-DDERIEE, 50
2018-06-01

Development stage HANEKELEMER

Disease BRiER

Disease stage SRAERT R TR 57 B

Genotype FFER

Geographic location | BURERNH A AESAFAMEREFMMEEIFHM
= 2, 5l 40 "China: Hunan"&k "China:
Beijing, Daxing".

Growth protocol FEARN

Health state

REMNHEAPRZRIEFIRT

Isolation source

i 5 BRI AR IEE . SRR
BB HER

Latitude and longitude | Uk -5 AU IE AL AR IEREEER, 5lIn: 38.98 N 77.11W

Phenotype FRAUER

Type AR MMAEIEF . REIET, ALK, BN
&), BIMRESEM

Specimen voucher EHEIREER

Storage conditions FEARFRIRFF

Study book number DNA 2BV RIHE AR B fiE TR 5514

Treatment HEARLEAR

Human sample

EE5: NATRERRLEEHIANFERRARR. MENARSRALZRE, ZREX

HRE

DR HOERRIPE5ENRFFMPTAERER EIMBER. 155 NERRZ P HIERE

T EZBDAFRR.
WEEH g #ix

*Sample name

HRE—INEXAH. EEAE—
BB

*Organism FEEGHIRFENES/ DT E | 7TEANCBI Taxonomy # #& B i# 1718
Z, BIRT &R RANIE
*Isolate IR TR B IZHEARRISEMEER, B | 2 “isolate: Han”, RRHARETFHE
TFERMEFYE, BT HAKE | A8 ; “isolate: Prostate Cancer Cell
R4 BN 1E X 43 Line”, JRAFEARETHELRMME (B
%iEENCBI: SAMN06642685)
Age AR BTHRS RS B

*Biomaterial provider

STEHAREHRERER, TREAN
&, WAIEPIZFE



https://www.ncbi.nlm.nih.gov/taxonomy

HEER 3% =i

*Sex LA BE YRR, HERBERMR | 845 : male, female, missing, not
Ha applicable, not collected

*Tissue RIEERNRREAL/FERER

Disease BRERER

Cell line AR B IR

Cell subtype YHARTE B

Cell type ilinEgad]

Culture collection B R IR AR A

Development stage HRBESAER

Disease stage SRAERT R TR 57 B

Ethnicity

MEF Mg sk

Health State

BB B MA BRI E B

Karyotype HEARBLMFEERER

Phenotype HARBES

Population T ASAEY : FR, FREMWIER

£y

Race EZ-2 PN MiE—IE— N AR SEFHE, B RS
MEZEE. k&, SEREERIEE .

Type FEARAE MMAELEF . REIET, AR, BN
&), BIMRESEM

Treatment HEARLIEAR

Plant sample

FEHTUYFE Sample Type J3 Plant sample BFI#E AR S AEY AP R BUHE

EEER

iz

#ix

*Sample name

ERM—E XA, EEAME—
HARRTR

*Organism FEESHLRIENE/MIFE | AT {E A NCBI# Taxonomy ¥ #2 EE i# 1T
%, BT &M RFGIE
*Cultivar mipEiR, TERATUFHEIH

kY]

*Biomaterial provider

SIEHARMERER, TR
&R, WAIEPIBF

*Tissue RIEHEARRIFEHLFZERER

Age MR ER/AEER

Cell line MR BFR

Cell type YHAmE R

Collected by BUAE A SR HLA 2 AR

Collection date BRERTE) #R" yyyy-MM-dd "
Culture collection [RIAHE AR RN

Development stage HANERKEZENE



https://www.ncbi.nlm.nih.gov/taxonomy

HEER 3% =i
Disease BRiER
Disease stage Sl
Genotype FHER
Growth protocol ExRARKGE
Height or length HARNSE/R
Isolation source IR SREIE M ANYE, 3T
BRI/ HIBE S HIER
Latitude and longitude B4t 2T O Hh IR A R ERGEER, flan: 38.98N77.11W
Phenotype HAREER
Population RAFHEANTENFR, FREF
IB1ELEH
Type AR MMRELEF . REIET, AR, BN
&), B EM
Sex AR MR
Specimen voucher HEARFRIRFF
Temperature VR IMEIR
Treatment HARLIESR

Virus sample

FEHTFUYWFE Sample Type K Virus Sample WIFFES5EFBRE XMNHFEHIE. BEERITL R

Clinical or host-associated pathogen.

EEER

g

#ix

*Sample name

R E XA, EE A ME—
HAR B

R,

*Organism FEHGHLGRRENEY/DFE | AIEANCBIR Taxonomy# 1 E i T
&, BT &M RMIIE

Strain REMEVNMBERER

*|solate RBIZFER R E MR RIS
iR ER

Host HARFBEPHRR (FEXWRE)
BEYMER, BNTHA

Lab host EXREPREAERANEES | HIaARFTE DH5a, Hela 4HAf

*Collection date

BV ARt E]

A" yyyy-MM-dd "

*Geographic location

:VEE: Db uf

AESHANERIGFENE FiFH
=8, flan"China: Hunan"g;"China:
Beijing, Daxing".

*|solation source

iR 5 B IR BV IR AR YR 3R
BRI BESHIES

Altitude

=E

HANSERERS= SIS
Z B EEES



https://www.ncbi.nlm.nih.gov/taxonomy

HEER i::3% =
Biomaterial provider SCINMRHR MR =E/PI BR, =
EFEHAES

Collected by

iV £3: 0PN B2 IR Al pE= S

Culture collection

SRR 5 BT B 2 FR AN IR B ME—
RARDARIR

Depth AREEMAREBUTHEREES
Disease BRER
Environment biome RS NAESTE 51 40 desert, taiga, deciduous,

woodland, coral reef %%, B{kiA&iES

% EnvO (v2013-06-14) :

Genotype

AR E N TEEEFE

Host tissue sampled

BENEARREL/FERER

Identified by

DEFAHHFBARE

Latitude and longitude

EAE 3 o O St EB AR AR

IEREEESE, flan: 38.98N77.11W

Passage history

E3 RS EI i

Sample size WS AR B E S AR (30
. REFEF)
Serotype MERREMMT XM —FIEF | a0 cy098518 HAHmEHHIHINT LA
NEFE, REEEREH ER)
FHEREMEREEERTES
AENLH
Serovar THATHE, BERATREMNS | 21 Leptospira , Saovar Saopolo

HHOMEE. ERSmSET, TEA
HE Y K F EIIRIRST

S76607 (Entrez 65357)

Specimen voucher

HARZIERE

Temperature

BT AN E FRIERIFER
E

Metagenome/Environmental Sample (GSC MIMS unsupported)
BT EHATAT A& T Environmental/Metagenome sample(GSC MIMS) % £ F 28 4 ¥ A B4R

* R EIN Y S REE F 2 —: Host, Isolation source

WHRBH i::3% i

*Sample name BRE—NMEXEAT. #EA
ME—HEAR AR

*Organism FEEETHELAREMEY/ | 77 {EFANCBIH Taxonomy # 3E B i 1 T8 &
EE, BRI T &R FNZEIE

**Host HARFEEYHRA QEXW

=) BEPMER, NT R

**|solation source

ik D BRNEMHERNY
B, MER/EMIESHER

*Collection date

TR BN A 8]

A" yyyy-MM-dd "

10



http://www.environmentontology.org/Browse-EnvO
http://gensc.org/mixs/
https://www.ncbi.nlm.nih.gov/taxonomy

HEER 3% #iF

*Geographic location Bt = RAES/FHNERMEENMNERIFHENIE
&, ffl#n"China: Hunan"g%"China: Beijing,
Daxing"

“Latitude and longitude B4t 2T RO Hh IR A R ERGERES, 5l 38.98N77.11W

Reference for biomaterial

EYMBSECEHATHE
FEEIREHAL (PMID, DoiBf
URL)

Relationship to oxygen

MEMEFSESHXRER, W

FE. FE WE. REF

Sample collection device or
method

REMRNGEMZE

Sample material processing

S EHEE S BEEX RN
151

Sample size

WENHEANBERI KN

. volume, mass f area

Source material identifiers

AT 12 BUXER 000 Fr B9 A
O ME— R IR

ZARIRFF AT LA ks ISR B R IR S 49047
B, UREMITERN TR

Custom attributes

EmsENBEXBM

Metagenome/Environmental Sample (GSC MIMS compliant)

RTRZERBEIEAKE, TR=EDDEDIRBCREAXERE. TIRFELHHKE, B

human-gut, soil, water,

1) human-gut

EEER

iz

P

*Sample name

BHRE—NEXRT. EER
ME—1ERZIR

*Organism

FEEBELAKRRNED/D
hFEHE, BIRT &R

A /A NCBI B Taxonomy #iBE#H#ITHE
RINIIE

*Collection date BRAERTE) BRA" yyyy-MM-dd "
*Environment biome HEARBT XHESITE, 40 desert, taiga, deciduous, woodland,

coral reef %&. B{FiA&iESE%E EnvO
(v2013-06-14)

*Environment feature

AR B IR HFE I B

#n: harbor, cliff, lacke %, B{fiA&iES
% EnvO (v2013-06-14)

*Environment material

WHABRBOME, SEBE
BT, HARBRANEDHIM R

B0 air, soil, water. EL&iF %155 % EnvO
(v2013-06-14)

*Geographic location

=S )

HAESHFHMEREENME FiEMEMN
= 2, {5 &1 "China: Hunan" 8 "China:
Beijing, Daxing"

*Latitude and longitude

B b 2 B St IR AR AR

EREEESR, flan: 38.98N77.11W

*Host

HARREMRIRA (FESLL
=) BEPMFER, NT R

11



http://gensc.org/mixs/
https://www.ncbi.nlm.nih.gov/taxonomy
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO

AFERR

iz

&iE

Reference for biomaterial

TP EECEHLHE
FELE R & 4

#n PMID, Doi B¢ URL

Relationship to oxygen

MEMEFSESHXFR

%0 aerobe, anaerobe, facultative ,
microaerophilic, microanaerobe, obligate

aerobe, obligate anaerobe

Sample collection device or
method

REHRNGEMEE

Sample material processing

BB B E AR
151

Sample Volume Weight DNA
extraction

DNA 1ZEXA#AREAEFE (ml)
HEE (9)

Sample size

WENHEANBHER KN

70 volume, mass BX area

Source material identifiers

F T 12 BUXER 000 Fr B9 A
O ME— R IR

ZARIRFF A LR R R R IGE )
MEL, UREMITERN TR

Chemical administration

BEHREHSHOUFEYR
A8

AUEESMUEY, RELaESS
CHEBI v1.72

Ethnicity

MEF Mg sk

Gastrointestinal tract disorder

RiAARS, TUAESD
e

Host age EVHERTTE RS

Host body mass index &E BMI, iHEAR

Host body product HARBMEES~ 0 stool, mucus 2

Host body temperature EUHERT, BEMEE

Host diet BERRELBG M WMz E LAY Carnivorous (IR
omnivore (&%) , herbivore (&%)
%, HAEH high-fat (BHRELRR) ,
Mediterranean (MheERE) &

Host disease BEEERER 30 Salmonella gastroenteritis (31 KB
BB K)

Host family relationship BEREXHR

Host genotype EXERERR

Host height HExHS

Host last meal

BE DR HERFETE, 7]
NEBE%ME.

Host occupation TaER
Host phenotype BERIE

Host pulse TEEER SRR, LIS N ek
BHEOTE

Host sex TaE RS

Host subject id BEEM—MIRAES, ZHS | W: #131
Rz E IR AL

Host tissue sampled BUt$£A 2R

12



http://bioportal.bioontology.org/visualize/44603

AFERR

iz

&iE

Host total mass

BENDRE, RABRTRE
ES

Medication code

AUEE SN HYRE

Liver disorder

BB RSE ;s FTABIE S MR
]

Medical history performed EEUWE T ZENHRG

Miscellaneous parameter HipNEEHSH

Organism count BRI EMARANEYEN | TEEEMRREAMEEE, TUBE%
B NEYBHE

Oxygenation status of sample | #ARMEARS.

Perturbation E7 e il ERLEAY. YETRE, URKA.

HBfiE, FTAEEREZMEER

Sample salinity MEARELE

Sample storage duration FEA TF iR 8]

Sample storage location HAGHELE

Sample storage temperature | #REMERE

Special diet IR RTIER, ATIEE S
FFRIRB .
Temperature MR HEANEFZREFRT

BB

Isolation source

BRSNS BIRNEMERNY
. MRS HER

Custom Attributes EMrENBEXEM
2) soil
TH&BR ik =i*
*Sample hame BRE—NEXRR. B8
BME—HEARZFR

*Organism

EE SR AR E /Y
e, BT SR

A& NCBI i Taxonomy ¥iEEEi#1T%
ZRFNEEIIE

*Collection date BRAERTE) BRA" yyyy-MM-dd "
*Environment biome AR XHESTE, i desert, taiga, deciduous, woodland,

coral reef &. Bfi{A%iEE%E EnvO
(v2013-06-14)

*Environment feature

AR B IR HFE I B

#n: harbor, cliff, lacke %, B{fiA&iES
% EnvO (v2013-06-14)

*Environment material

WHABRBME, HER
AT, HARNEDRIME

40 : air, soil, water . E{&i7%&i154% EnvO
(v2013-06-14)

*Geographic location

=S )

AEESFHERGEFNALE FiFMM
= 2, {520 "China; Hunan" 3 "China;

Beijing, Daxing"

13



https://www.ncbi.nlm.nih.gov/taxonomy
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO

HEER 3% #iF

*Latitude and longitude BN 23 A Hh 3R AR AR EREEEE, fln: 38.98N77.11W

*Depth RE AEEXARBUTHERRS

*Elevation R NEEEFENEEESNERHE SN
BREE

Agrochemical additions RAKZERAM MEALRE. FTRAE, LARXLERERDIRE
FNB /8]

Aluminium saturation RINAE SRINME(LHERHRELIR)

Aluminium saturation method

RIMENER T E

HERIEMERNSRI A

Altitude =E HANSERERES S S P S
ZEMERES

Annual and seasonal FEREKE T FEZEEK (mm)

precipitation

Annual and seasonal FFRE THEFTIRE

temperature

Crop rotation 1E¥IER1E EMREBRE, MRE, HRPRIERHE

Current land use Lt AR SIS el bRy 9

Current vegetation EEIL=E IREUVHERD ROFR IR 57 2K, B RIEY

Current vegetation method HEEW A ATFE#MTXNSERFE

Drainage classification HE7k 251 4 very poorly, poorly, well &

Extreme event Rk B AIREZ MM E MM S EEES

Extreme salinity WumEh = RERE

FAO classification FAO 43 1% FAO %

Fire NR AR B 5B A0/3R SEME SR

Flooding p2:9/3 ok B B SE A0/ SEYIRETR

Heavy metals ESERERE IR ERMAYIARERRZE; AT
BESHESRRERE

Heavy metals method BEERBRNESZE ATFAEESRNSER X

Horizon TiER TEEBREFNER, AT THERB#HT
ME, HEBFTET L TEENYEREHE

Horizon method MEFE AFUNELIZEENSER G E

Links to additional analysis FEAS BN 43 4 ST FEAMIIN 4 4E RS 5 55

Link to classification TIESAED R HFrTEMELEMTESLEENS

information EikrE

Link to climate information SIRERHEE SEHRFENSEERE

Local classification Lidth 1oy ETLUM RN LRGN TIES S

Local classification method Liith 1B FEME 7 3% BFmELytHESXNSERFE

Microbial biomass

MEYEYIE, HIEPHE
AN, HWERT/NF 5-
10pum BT

MEMEMEFTEXAEBIERETFRER
AmAEBN, B): §FRLTEP C(E N)
HIE £ (mg)

14




JEi o ik =iE

Microbial biomass method MEDEMENEFE RATHEMEMEYENSER S E
Miscellaneous parameter HipMEEHSH

pH pH {&

pH method

pH 1EME 5 5%

Pooling of DNA extracts

/l:b |:| DNA ?EEX

Previous land use

Z Bl R

Tz AR ERIER A ER B

Previous land use method

Z B RIR AN E 5 A

ATHEezatRiEMER BHENS
E 5k

Profile position

BEiE

B LRI E AL E . 5T BiA X e
HAXENE

Salinity method

MEREH T A

AT NERERNSELTTE

Sieving ik RAMARNBER T/ FER ST, IR
TR ARREE .

Slope aspect | FHEREARE. e TERKE, Aigmst
RN E T E S EEAE). W:
NW ¢ 315°

Slope gradient e HESkF&z BMAE(E 5L

Soil type TigR TERFIZMKEMB TR

Soil type method TIERRUNE 55k RATFNETIZEXBNSERFE

Storage conditions sk 8 S $ZHL DNA B, TIEHARGMERE S EME
FETIE] o

Texture TIERM FERAXMRERGNEN IR I®
NE R BB AN HEFTEE B . FTRIR
F3%sand(50um-2mm), silt(2um-50um),
silty clay loam(<2pm)

Texture method TIEFRMNE S E AFUNELERNSELGE

Tillage A

Total N method BREENERZE

Total nitrogen BEEE

Total organic carbon method | 2 EHKRSEMNE S %

Total organic carbon BEN®RESE T TIEFRBBHRESE, BAL: gCkg
TR, Hih: RBNRESE

Water content of soil TiEEKE Tk E=(9/g F cm3/cm3)

Water content of soil method | TiESKEWHES L

Reference for biomaterial £ ESECEL A HE B PMID, Doi 8 URL

ELR R & Ak

Relationship to oxygen MEMEESERNER #0 aerobe, anaerobe, facultative ,
microaerophilic, microanaerobe, obligate
aerobe, obligate anaerobe

Sample collection device or | REHAKNGEMEE

method
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AFERR

iz

&E

Sample material processing

S EHEIR S BRI EAR
5]

Sample size

WA ER AN

%0: volume, mass 3§ area

Sample volume or weight for
DNA extraction

FF DNA {EEUHIHE A=

T DNA REUVOH AR FER (mL) HE
£(9)

Source material identifiers

FA T2 EUAER A0 FF B AE A
RO ME—HRIR AT

ZARIRFF A LR RiE KRR RIB £
MEL, UREMITER TR

Isolation source

IR 5 B AV YA AR B4
B, RN/ MEBESHER

Custom attributes EMAENBEXEM
3) water
RA&BHR iR =i

*Sample name

B ME—HEARBFR

HRE—NEXAS. &

*Organism

WEhFEE, BRT &R

FEESHLIRIFENEN/

A /A NCBI B Taxonomy #iBEH#ITIE
RINIIE

*Collection date

ERA£R 8]

&N A" yyyy-MM-dd "

*Environment biome

HART XHESTE.

40 desert, taiga, deciduous, woodland,
coral reef . B{fiA&iE5£%E EnvO
(v2013-06-14)

*Environment feature

AR B IR R HFE 5 AR

B0 harbor, cliff, lacke %. B{Xif&igs
% EnvO (v2013-06-14)

*Environment material

R, HARNEPRIMR

WREARBRBME, HER

4 air, soil, water . E&iF] 155 % EnvO
(v2013-06-14)

*Geographic location

ERFHt

RAESHFRNERGEFHMEFIFMAA
{£ 2, f5l%&0"China: Hunan" B "China:
Beijing, Daxing"

*Latitude and longitude Bt R 3R AR AR RESGEEFER, 51a9: 38.98N77.11W

*Depth RE AREEXARBUTHERRS

*alkalinity A A ES R AN R BB Eh S RAER S EL O BE

alkyl diethers Je B B KRR BAAIRE

Altitude =E HANSE BRSSPI tS
ZENEEES

Aminopeptidase activity RBRERIE M

Ammonium SRIRE

Atmospheric data REHIE REHFENEE, TEEZMHE

Bacterial production T2 FA R 2= IR US5E S 8 B9 7k A P dH R B 7
=

Bacterial respiration BTN {E 7K HE A 4 R IR =

Bacterial carbon production HER= HEkm2NEE
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https://www.ncbi.nlm.nih.gov/taxonomy
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO
http://www.environmentontology.org/Browse-EnvO

HEER i::3% #iF

Biomass EHE IBRMIEFMNENEMNER, W HE
Y, £YE. AUEESMIEE

Bishomohopanol ZHER-BRE

Bromide RICRE

Calcium $EIRE

Carbon/nitrogen ratio Rt . RRBERIREL

Chemical administration

BT BEEIREBSHLE
MEUE B

AUEESMHEY, RELEUES%E
CHEBI v1.72

Chloride SUMRE

Chlorophyll MERRIRE

Conductivity BEHE

Density HE

Diether lipids —EARERRE TEERURE, ATEE LM EAER

Dissolved carbon dioxide BR_SERRE

Dissolved hydrogen BREIRE

Dissolved inorganic carbon BRIRE

Dissolved inorganic nitrogen BRI ERE

Dissolved inorganic IBRITAIRE

phosphorus

Dissolved organic carbon BRBNBRE

Dissolved organic nitrogen BEENERRE ABRANEKE, 81E: NH4, NO3, NO2
PRBIRE

Dissolved oxygen BREIRE

Downward PAR @ T PAR KA DK B R AT FsE R E N & E

Elevation IR NEEEFENEEESNERESMN
BREE

Fluorescence RAME IKERIG S AE AL RIS 1

Glucosidase activity EVEEERE S

Light intensity SIEE

Magnesium BFIRE

Mean friction velocity T EEEIRE

Mean peak friction velocity TG EEEERE

Miscellaneous parameter HMEERSH

N alkanes IERTIRRE ERIRIRE, ATAEES N ERIERER
EE

Nitrate THEE R

Nitrite T AHBR ER

Nitrogen RURE

Organic carbon BHERE

Organic matter BHNKRE

Organic nitrogen BNEKE

Organism count Y E LT
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http://bioportal.bioontology.org/visualize/44603

HEER i::3% #iF

Particulate organic carbon R AR E

Particulate organic nitrogen PR BN RIRE

Perurbation 7 E it meEHY), YETHRE, TEESMHT
el

Petroleum hydrocarbon ABERE

pH pH &

Phaeopigments BREEMRERRE BREEMHRERIRE, ATEE S MIREMN R
REKRE

Phosphate TAEREN RS

Phospholipid fatty acid AR BAER IR B WAEREARERIRE, AIELE MRS RERRER

Photon flux KFEE

Potassium $RIRE

Pressure E5H HEXRSH, #AZRNED

Primary production W= L =N EE

Redox potential ST R AL ST FRBA, FTIASARETRERBA

Sample salinity HEARERE

Sample storage duration A TR (8]

Sample storage location HAEELE

Sample storage temperature HAMEFRE

Silicate RERRENRE

Sodium IRE

Soluble reactive phosphorus AR MRS BIRE

Sulfate RS ERIK

Sulfide WK E

Suspended particulate matter | EZEBURIHIRE

Temperature EURERT AR Y & TR el i SR 3R
ERE
Tidal stage BRI B
Total depth of water column K RIRE
Total dissolved nitrogen BREARKE
Total inorganic nitrogen THREREE
Total particulate carbon FhikB SR
Total phosphorus BEERE
Water current K= IKRBYR N

Reference for biomaterial

MR SE B RE

HB RS H A

#n PMID, Doi 3% URL

Relationship to oxygen

MEMEFESESHRAR

40 aerobe, anaerobe, facultative,
microaerophilic, microanaerobe,

obligate aerobe, obligate anaerobe

Sample collection device or

method

REMHANGEMEKE
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AFERR

%

&E

Sample material processing

S EHE S BRI AR
A3

Sample size

R AR B E R K/

Z0: volume, mass B area

Sample volume or weight for

DNA extraction

F-F DNA 1ZElRIHE R 2

T DNA REUO#ARRIFER (mL) HE
£(9)

Source material identifiers

FA T2 BUAER A0 F B9 A
MELROME—ARIR ST

ZARIRFF A LR RiE KRR RIB £
MEL, UREMITER TR

Isolation source WA BIREYHEANY | W: EE, TR, =STES
T8, IFEF/RHIBSHIER
Custom attributes EmsERNBENEM
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