“NGDC

HIREARBIBEE (BioSample) {#EHER

BB B TN e 2
BT ER e 2
BioSamMPIe BUEE ..o, 3

HEBREAIRAIETN ETE) oo 3

BAFERIRATIETR Lo 8
BioSample BRI .......oe e 13
BiOSAMPIE Al ... oot 15



BUEEE R/

T ARYIERE (BioSample) RWESHZEMHFAREEMEIRE, REEMHAE
SRR E DB FMA T, HALEEE A 31, Y. MEY (STFEHED.
mEF.

PR

BEFENE BRI RZ ZRY: (BIG Submission, https:/bigd.big.ac.cn/gsub/) FERM
SEM, EWERSEEENIEEHITIEM . MREEKS TMFGERIIZPBEEMR G
85, 158 & bigd-admin@big.ac.cn.

Standards Publications. About Signin

%5 BIG Sub

BIG Submisson Portal

Home Documents 5 Login GRegister

Register Form

Account Login Information
Email*  Enter user name
Password*

Confirm password

Personal Information

First Name*

Middle Name

Last Name”

7 Street Address*
City*

State/Province

Postal Code®

Country Afghanistan

Institutional Information
Institute/Oganization® | Beijing Institute of Genomics (BIG)
Department*
Lab
Title/Position

Research area



https://bigd.big.ac.cn/gsub/
mailto:bigd-admin@big.ac.cn

BioSample &

M PEMSER S, BIRT#A BIG Sub 4t—i&3X AN, BHI BioSample HMiEEXFH
Fh¥HEIR 2= (Submission type), 5l AitEHAIE3Z (Batch BioSamples) FlgE4
A3z (Single BioSample). KZHIBXNEMHERTE—NMALHER, EUAF
A it EHEARIEZIEN"#1T BioSample .

BIGD Databases Tools Standards Publications About

%7 BIG Sub

BIG Submisson Portal *%%iﬁ*atmiﬁ%*ﬁﬁ; Efﬁﬁﬂ’fﬁ EH'k)]ﬁ
Home Documents Data Manager & Welcome, Zhang~
BREEERTRERER BIG Sub Quick Start Guide  BIG Sub # FIiiBA

BIG SubZ K& FLEVAEES LA N0, EEIEA T BioProject. BioSample. GSA. GWH. GVM. BioCode%#iE RIS TR0,

BioProject BioSample
Wt S AR SR E {5 B AR 53 S SRR M A Y A (S B B

Genome Sequence Archive (GSA) Genome Warehouse (GWH)
AZREFRILE. ik BBEEHERSE ERE RS ERASENESEE

Genome Variation Map (GVM) BioCode
ERAFIESERILR. EEESREMERRE BETHREYHE SR TRMSERE

BIGD Databases Tools: Standards Publications About

EﬁBlG Sub

BIG Submisson Portal
Home Documents Data Manager & Welcome, Zhang~

BIG Sub / BioSample

BioSample Al TAEMFAEE, S MPE LISI K EMFR AR Z 42— XFRBioSample.

#r# BioSample BioSample Quick Start Guide  BioSample & Fi i

MEFEAIEIE (Batch BioSamples) &3 ()
REE—RME EEREARART 1, BIUEFERALEHAIRR (Batch BioSamples),
BARSBINT:
. BXZEFER (Submitter) —ATWERERXEER, RGBT EANENAFEM
R Z B FHEERS, MBS EEEEEE, TEEENHET “REHHENT—
I (Save and forward)” #SERIE.



IR, BREREHRSXXHEAEIEFHIEMERE, 158872 EREM

ERFE, MAELLALEANRIIRRZE(SE S HRAE.

BIG Sub / BioSample / New BioSample

01
WA EREE

* R

zhangss@big.ac.cn

* B

Beijing Institute of Genomics, Chi

Fl

Beichen West Road

* RSN
100101

TRAFSFHEA F— 101

02
EHER

s

middle name

£ FAMEE

secondary email

Lot s
http:/Amww.big.ac.cn

20

*

Beijing

* EZIHIX

China

03 04 05
FrARR FAmEE LA B
* R
Sisi
* T
BIG Data Center

Hirg

N

. EBAXIER(General)—f TUE B X BioSample(s)iiaik(E 2, BIiEL 7 HH (Release

date). 23X Z#A (Submission type). WH%S (Project accession);

RATEHE

02

03 04 05
AR AR L 2AEY

© EETFETRA (B5)
© EEAEEA

2019-08-26

(yyyy-mm-dd)

i

I 7E BioSample B 47 HHE, EHERATH
5 BioProject A% 77 H AR #IF—H

o]

FHLRIESE, W—ETEHE Batch BioSamples

O BT

EAEE

* BEHS

PRJCAD00644 OR Go to create BioProject

BAPIREA T

. HAERAKB (Sample Type) —Itk I EE B XA KEZE . & BioProject @& A [F] 3 H
AR (Sample type), BEEHITLZIREE.



03 04 05
b whie

A

Pathogen
FFEARTEREAERIEES

@ Clinical or host-associated
© Environmental, food or other

@© Microbe

ATHEHSE kA, ETaERRRSREEE. T8 b= P 1e/Environmental Sample (GSC MIMS
unsupported)3Metagenome/Environmental Sample (GSG MIMS compliant)

© Animal
AT HAENSN NS BREFSBRA RS, MAR, PR, B8, 4, 8%, BEESEUWLNDHE

© Human A
RATRARMABIEIMREELT. RIESH < P A RRNEAZGEFAREEREGD SUPAE, A SEEHRAE ISR EEMITIAZERS u Humaﬂ y‘jgu
RS . RUTSRAZERERIES NN, SUEAEBAREARER AR LM ENERIE o0 EIRSE. SRABNIRAM
EABBIIAREE) , [ZEIGSA for uman¥l B , M EFEE R gsa@big.ac.cn

© Plant
AT ENEFSENRRRET
© Virus
AT SERLRAESHA, AIEFR I Clinical or host-associated pathogen

© Metagenome/Environmental Sample (GSC MIMS unsupported)
B FT 741& FMetagenome/Environmental Sample (GSC MIMS compliant) H15 £ F2A £ 114 4R

Metagenome/Environmental Sample (GSC MIMS compliant)
ATEEFQENFFRR, TR AARBRRAAXERE. TRIMBRAZZEMIE, Fhumangut, soil, water

© human-gut
© soil

BN (hEAREMEALZEZREREES) 2NME, MREHEETEFHE
1232%) GSA-Human #iEEE, HMEHaIErE 2R EE B R gsa@big.ac.cn

Roxad

FHo

. HAXREM (Attributes) —RTWEHANEMER, BEMERTLSBUT:
1) THHASRZERZH, TEHR Human.cn.xlsx (F3ZkR), e.g.Human.cn.xlsx
ABFHE. ESHR, 15EF Help;
i BR R, EFRTHIRRATHRRG SR EMIRA.

04 05
HARE L3 E) S

ABAREE S
* kAkBioSampleft B3 S0k
g

@ BioSampledtt ER 7 EAR T Human.cn.xlsx, ERESFHETIEE LE.
BioSampleftt E27 1,
FELEH. FEE Help.

# . e.g.Human.cn.xlIsx-

2) WEBEMXHHARERIRE, BEXHERIERITCH g


mailto:gsa@big.ac.cn

04 05
AR LA S

ABEFRIEES

* lAkBioSampledt B3 0t

I =]

@ BioSampleftt BT ER T/ Human.cnxlsx, ERESHFHETLERE L.

R

BioSamplefitE#£70R . ¥ L e.g.Human.cn.xisx.

FEFE, EEE Help.

3) LtterlE, BEAE “KE” BAITHERGELSZ:

ABAEEEE

* B_kfE¥BioSampledt B2 S

5.Human.cn.testd.xlsx ~ 50KB ik

TR AN M ERFR T ERT . AXHFRET, Bad REFBAT T RBioSamplett &R, BXHFHARBT, BHRE LEXHAEUEEENL

\ \
4) BEXHEHRAED, Had ‘MR 2, MRE LENXHHRRIRETERIEN
&, BEHLEMfERR Y, EEFKET; SXHERED, L “REH
EANT—I #, SERMEFRE;

04 05
HAmEE 2

ABEARIEEE

* B_bfEgiBioSampledit &85 01

5.Human.cn.test4.xlsx ~ 50KB Rtk 3% ERROR:

THERLH: errortxt

Error in Sample sheet

row 11, column 1: "sample_name" ("scRNA-seq of WJMSC21") already exist in this project
row 12, column 1: "sample_name" ("scRNA-seq of WIMSC22") already exist in this project
'scRNA-seq of WJMSC23'

)

")

row 13, column 1: "sample_name’ ")
"scRNA-seq of WIMSC24") already exist in this project

)

")

already exist in this project
row 14, column 1: "sample_name

row 15, column 1: "sample_name" ("scRNA-seq of WJMSC25") already exist in this project

=
.
.
o
o
o

row 18, column 1: "sample_name" ("scRNA-seq of WJMSC26") already exist in this project

O FoT B AN BRI BT ER Y. ORI, 1 Si PSRN T I e fkBioSampledtt B2 7r: SXXfFE BT, WHRES LAXHHESEBEN L

.

Y



04 05
HARE s S

ABAEEEE

* B_bfegiBioSampledit B423r S
5.Human.cn.test5.xlsx ~ 50KB HiE « Checked OK.

O F ot B AN M ERIOUEEITERTR. SXHFHET. FaE REFA T I EABioSampleiit &ER7%; BEXHFRAED, FHIRC LAXHHFEREEEFL

f&.

TRAFFFIEN T —

. BERIER (Overview) —F TRMIEARREBMREEATE. EERERZZH, AP
ANET Mt E & R, #HAEMTTEZ Sample 52,
i HRERERE, APBLEBRESCREIBY%S (Project accession), 13 EH!
(Submission type) FHEARZEE! (Sample type), BFEHZ LB ELIREHIER.

05

WRE AN E TR ER ISR

#EES
2% Zhang Sisi
zhangss@big.ac.cn
By Beijing Institute of Genomics, Chinese Academy of Sciences
0] BIG Data Center
ERAX China
Itk Beichen West Road Beijing
1 100101
HERR
MEHRS PRJCA000644
HARRR Human sample
HhshE 6
] 2019-06-26
pagsh] 2020-12-31
i 2019-06-27
EUHRER
HEEH HiFh FRE ik
ScRNA-seq of WIMSC21 Homo sapiens scRNA-seq of WIMSC-1 whole-genome sequencing
SCRNA-seq of WIMSC22 Homo sapiens SCRNA-seq of WJMSC-2 whole-genome sequencing
scRNA-seq of WIMSGC23 Homo sapiens scRNA-seq of BMMSC BM-1-Hex whole-genome sequencing
scRNA-seq of WIMSC24 Homo sapiens Bulk-seq of WIMSC-1 whole-genome sequencing
scRNA-seq of WIMSC25 Homo sapiens Bulk-seq of WIMSC-2 whole-genome sequencing
ScRNA-seq of WIMSC26 Homo sapiens Bulk-seq of BMMSC BM-1-Hex whole-genome sequencing
THEMESTH: 5.Human.cn test5 xlsx
Total ltems: 6 ftems of 1-6 Pagesize 20 v Page 1/1 << First Last>> JumpTo 1

= BRRy

e
U



BIG Sub / BioSample

BioSample i TWEAERHARS, 51912 bt~ WA MEE iR iz el 82— 2 Zf)BioSample.

#7# BioSample

123ets AR TH&S Wb R fraaie AN B

finished | confidential
(6 objects) hide

cRNA-seq of
wJmscz1

SAMC018354:scRNA-seq of
WJIMSC24

subSAM020692 | Batch Submission of Human sample PRJCADI0G44  Homo sapiens SAMC078355:5cRNA-seq of - 5049 pg 45
WJMSC25

SAMCO018356:scRNA-seq of
WJIMSC26
SAMC018352:scRNA-seq of
wJumsca2
SAMC018353:scRNA-seq of
WJumsc23

N

P i

1. FF5ER BioSample BIi&fE, R41¥B31MA 4% BioSample 455 (BioSample
Accession number): SAMC#, 1 & #) SAMC018351, 157 BIG Search %
S fERA LS. BioSample 134 S (Submission ID): sub#, 1 _LE[E
subSAM020698, F{XTEEk R GSA TIEAGRIER, A £ BIG Search K EER
BHE LR S

2. BEWRAT, BUBEEE%KEEAR 1-2 X, BioSample B ESAENGEEHEE . &
¥%i@id Z f5 BioSample By Status JA7S )5 Checked OK; Confidential. BioSample %
#la, Status IRZASZA Checked OK; Public,

BAEEAERIE (Single BioSample) #x
MRIENE L& 1 MR, BIUEER S MERIEE (Single BioSample), 155%
UTLE, STRERRIER:
. RZEFS (Submitter) —SBEEHFEMFERFEFHEESR, MBIER
TEIFE, TEREMH ST REHHAT —IHNT—F;


https://bigd.big.ac.cn/search
https://bigd.big.ac.cn/search

BIG Sub / BioSample / New BioSample

01 02 03 04 05
WA EREE EFHEL FrARR FAmEE LA B

R HEE

% 4 LHGIEA * HRE
Zhang middle name Sisi

* HEFE & FIuETE
zhangss@big.ac.cn secondary email

* B Lot s * #I1
Beijing Institute of Genomics, Chi http:/Amww.big.ac.cn BIG Data Center
Fl 20

* BTE * IR Hirg
Beichen West Road Beijing

* WG * EZUHIX
100101 China E‘

TRAFSFHEA F— 101

. EXER (General) —FTUWEEF X BioSample i#ir 52, BiELHmBHH (Release
date). #E3ZAH (Submission type). TiIE%S (Project accession). t&K¥RE
(Sample title) F1#ZAiEEA{EE (Public description);

02 03 04 05
i ik wbn

NS
R0

T FEEL LS A ()

© R W E BioSample &7 BEA, BEKATH

2020-12-31 i
S — 5 BioProject K& HHIRFF—3

s

© fEEFRE

© witEa

BEMEE

* 01 E

OR Go to create BioProject

* PR bR

Sample tile is required

*

You should give some description



. BAREE (Sample Type) —IthtTINEBMHALRES;
HAR Rk

BeARR

Pathogen
BATSARTERXORREEFR

© Clinical or host-associated

(© Environmental, food or other

© Microbe
AT REGSHMMER ARENHEY, BT OEHERASHER. HEFEEMIERIESE fMetagenome/Environmental Sample (GSC MIMS
ur i \ental Sample (GSC MIMS compliant)

O Animal

ATERENS NGNS MR FRERRE R, AR, DR, RIB. Hh. B2, WESHEMAILINE

©) Human A
1)2%?&@%1&\‘1&#]*&1)@% + 451}%?%&(qlﬁAR%quU\*nﬁ%ﬁﬂ%i!%m>E‘”‘JEPME, AZei RIS AR R DA i u Human f{l@]

FRIES . RIEHEAZ LA, FERIERHEEIA BERE AR LB AR AR (0 ERRETE. SSRABUSILR A
WABUSIREES) , hx%‘JGSAfurhumanﬂﬁE ﬂDE"‘?)ZuaBi%gsz@blg acen

© Plant
ATEnEESENERFES

O Virus
RTHESKREXIRSHEE, HRERII%H Clinical or host-associated pathogen

© Metagenome/Environmental Sample (GSC MIMS unsupported)
Bl FIT A EF Metagenome/Environmental Sample (GSC MIMS compliant) £33 B FIEE ## 4 18

Metagenome/Environmental Sample (GSC MIMS compliant)
BTEERSEMERRE, TR=ENFIBIREALERE. TEMAEXEEELE, Bhuman-gut, soi, water

© human-gut
© soil

) water

TREFFFIEN

B (e \REFEALEEREEEESG) 2NME, MREHESTEFHIE
$23Z2%| GSA-Human ¥z, FEMBRH A B 2R (E 2 HiBiE gsa@big.ac.cn Bt
RHEA.

. HXEM (Attributes) —ATWEHANEMREER;

10



04 05
AR WREE

AREREGE

* BB

* BEEH Homo sapiens

* BAKHER B f5: Isolate: Prostate Cancer Cell Line

. Yoar J BEFRE: SAMN06642685 (NCBI)

* LR R R

* 5

* 4 B Select from the hint list
ERAH Select from the hint list
a7
LT
il kil Select from the hint list
B R
BHWB
B
23°3
FRECRR,
Ex
.31
e
AF
e

Bis. yip 4

{RAFIFHEA T —T

. BRIER (Overview) — IREMMHAREBMAEEATE. EEXERZZA, AFA
Bl s E & ERRE, #EANBENTTEEK Sample 52,
*: HAEERXE, APBIEBESLIKIIBY4%S (Projectaccession), $23z
& (Submission type) FHEAIKE! (Sample type), FHEVKRELIREHIER.

11



E:
1.

05
BRAEL

e REHFAEETEH#HITHREGEEE

WEXEGE

i Zhang Sisi
zhangss@big.ac.cn

L X0 Beijing Institute of Genomics, Chinese Academy of Sciences
i BIG Data Center
 HE China
Mk Beichen West Road Beijing
L 100101

HEAEER
T H %S PRJCAQ00644
AR Human
FeA R Human description
EAE M 2020-12-31

R
HhEHk scRNA-seq of WIMSC33
WER Homo sapiens
BAREER Bleod
SCEH R G BIGD
3 female
HART liver

SB35 BioSample 87

BIG Sub ' BioSample

BioSample il FUCHRAEW A B, 8 M 3 094 W FEACRER % ) — 4 2 Bt BioSample.

i joSample Quick Start Guid BloSample i /] 6.4
#i3t BioSample BloSample Quick Start Guide BloSamplefi /il #

WS F Ak T 5 LR RS S WERE RAEHM Bt
finished | confidential
78 | Human PRJCAD00644  Homo sapiens SAMC020988cRNA-seqof  2020-12-31 [l
WIMSC33

FF5ERX BioSample I/, R4t B 4% BioSample 455 (BioSample
Accession number): SAMC#, 1 EE#g) SAMC020988. 157E BIG Search 1%
SR {ERA Y% S . BioSample 123245 (Submission ID): sub#, 1t
subSAM023378, F{XTEEk R GSA TIEAGRIER, A £ BIG Search K EER
BHER RS .

BERAT, BFEEESFZAIEA 1-2 X, BioSample EiZRSAEMEEES., &
¥%i83d 2 ff BioSample B9 Status K75 Checked OK; Confidential. BioSample &
/g, Status 7% A Checked OK; Public,

12


https://bigd.big.ac.cn/search
https://bigd.big.ac.cn/search

BioSample & FiiFR

7 BioSample 2 HZi@Z <

P

A,

BENIEAZIR7AS (Status) A finished; confidential.

A PABE S5 434S (Submission ID)” H AR R TR E, EH & HHEA(Release
date); &R E{E2 (Submitter information) ; LI RIS MIEENBIRAHARM

(Attributes) 2.
i

1) LHERA"IEHAIRZ (Batch BioSamples) "SR 123 A BioSample, {XAEIE ke
AE# (Attributes). MNREHEEKHAFRE (Sample title) FIkEAHEE (Public

description), 15T gsa@big.ac.cn BRFEEF REIEE T 1ELE.

2) KA"BEAMEAXIEIE (Single BioSample) " RIE3H BioSample AJ[IENEXRER
(Submitter) . EZ&E 2 (General) F#) %4 7 HHA(Release date) , # A #55 (Sample
title) F1#¥ZAi%RA (Public description), UURFiIEHAREM (Attributes).

wERS

LU L
B E)

LES
LB .2
wis

TN

W H &S

LRSS

Y

nnnnnnnnnn

Beichen West Road Being

100101

WA S H

L.

[ exkeAmiEsEs

)

finished | confidential
objects) show

| EEEERHRAM

RHEM wir

2019-05-15  [CIEQ

) wskin

=
=

ssssssssss

s0q of WIMSC21

seq of WIMSC-1

#

W

e Rt o e

SAMCO18352

SAMC018353

SAMCO18354

SAMCO18355

SAMCO18356

cRNA-seq of WIMSC22

cRNA-seq of WIMSC23

scRNA-seq of WIMSC24

3cRNA-s8q of WIMSC25

scRNA-seq of WIMSC28

3cRNA-saq of WIMSC-2

cRNA-s0q of BMMSC BM-1-Hex

Bulk-s8q of WIMSC-1

Bulk-s8q of WIMSC-2

Bulk-seq of BMMSC BM-1-Hex

Jump To 1 GO

P

Attributes {2

BEERERARG0E
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mailto:gsa@big.ac.cn

?"BloSampIeEMEVﬁ
BaE “RE%HMS (Submission ID)” FHENKEZR
(Release date) FIEXKIRZEER
TEHZAERRY (Attribute) 58, 1

H P&

Bk B E 18
FETE4R.
[ 55 osanvs |

HehHs

BIG Sub

238
RE%S
£®wEM
HEHe
Azl
FUEHESCHF
BEEER
fRE
By
&b
Bz K
Hiht
L]
EHER
HAGRS BALE
SAMC016640 2
SAMC018312 MS-1
SAMC018313 MS-2
Total ltems: 3 Items of 1-3

HAARR

subSAM018835) Batch Submission of Plant sample

&, B3R 324K 7% (Status ) /3 checked OK; confidential

mH, E&xHEM
MRIETFHLE

HBIT gsa@big.ac.cn HRFAEX R EHRE

4 Uk B3
= Dl 7T

(Submitter information) . i,

BioSample Quick Start Guide BioSamplefEFiEA

WAKS WHER RS
checked OK | confidential
(3 objects) show

REHM  BRE

PRJCAD00618 Arabidopsis more

Y

2019-11-22 [k

BioSample ' Submission: subSAM018835

PRJCA000618

2019-11-22

[ #assnzsam

3
Plant sample
3 Samples are checked ok

PRJCA000618-Plant.cn.test8.xlsx

BRI&M
Zhang Sisi
zhangss@big.ac.cn
Beijing Institute of Genomics, Chinese Academy of Sciences
BIG Data Center
China
Beichen West Road Beijing
100101
[l exrrmmzane
¥ ARH ®E B
Arabidopsis test Checked OK
Cucumis melo subsp. agrestis MS-1 Checked OK
Cucumis melo subsp. agrestis MS-2 Checked OK
Page size 20 ~ Page 1/1 << First Last >> Jump To 1

14
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BioSample %7
MR PEERAT4 T BioSample 52, Al it NEIFIFRF“ILB1 & 75 (Release Now)”
=, STRURRTRE. BioSample % &flik HE/EHY BioProject &7, iHEEHEHY
BioSample XFXHIEIBE LT (401 GSA, GWH 2 GVM #iEE&) , SizMiEEEx*
B9 BioSampIe(S)’Ig’rIﬁH’Ui?ﬁo
BioSample % /5, 1&3ZIK7ZSA checked OK; Public. tifEAEENEERER, 1A
181t gsa@big.ac.cn HRFEEA R EIEEE TIE4H.

BIG Sub / BioSample

BioSample is a description of the biological source material; each physically unique specimen should be registered as a single BioSample with a unique set of
attributes.

Create BioSample BioSample Quick Start Guide(US) BioSample Quick Start Guide(CN)

Release
Submission ID Title Project Accession Organism Status date Operation
B finished | confidential
SUDSAMO20881  Batch Submission of Human sample PRICAOO0B44  Homo sapiens {6 objects) show 2019-11-22
SUbSAMO192 ?:::;:uum'ssm OF Model organism or animal PRICA000635 Canis lupus familiaris checked OK | confidential  2019-11-15
P Baich Submission of Model organism or animal o . finished | confidential
SUbSAMD10088 | 2 - PRICAD00B35  Chilo suppressalis {7 objects) show 20201108

Y

BIG Sub / BioSample

BioSample is a description of the biological source material; each physically unique specimen should be registered as a single BioSample with a unique set of
attributes.

Create BioSample BioSample Quick Start Guide(US) BioSample Quick Start Guide(CH)

Release
Submission ID Title Project Accession Organism Status date Operation
R . . finished | confidential
subSAMOZ0651 Batch Submission of Human sample PRJCA000644 Homo sapiens (6 objects) show 2019-11-22
Batch Submission of Model organism or animal
SUbSAMO19239 sample g PRJCAQO Canis lupus familiaris checked OK | Public 2019-05-17
neanOronas  BAIEN Submission of Model organism or animal I finished | confidential
SubSAMO19088 sample PRJCAQ0OE Chilo suppressalis (7 objects) show 2020-11-08 elete
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