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BioSample 

---------------------------------------------------------------------------------------------------------------------- 

Submitter 

*First name 

First name of submitter. 

Middle name 

Middle name of submitter. 

*Last name 

Last name of submitter. 

*Email (primary) 

Primary Email address of submitter. 

Email (secondary) 

Secondary Email address of submitter. 

*Organization 

Full name of organization 

Submitting organization URL 

The URL of submitter’s organization. 

*Department 

The department of submitter. 

Phone 

The phone number of submitter. 

Fax 

The Fax of submitter. 

*Street 

The Street. 

*City 

The City. 

State/Province 

The State/Province. 

http://gsa.big.ac.cn/submit/project/submitter!detail.action
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*Postal code  

The Postal code. 

*Country/Region  

The Country/Region of submitter. 

---------------------------------------------------------------------------------------------------------------------- 

General Information 

* Release date 

 Release immediately following curation (recommended) 

 Release on specified date: If select “Release on specified date”, you should select or give 

release data in correct format (yyyy-MM-dd) 

*Project accession 

Select the project ID. 

* Sample title 

Provide a brief title, as a phrase or short sentence for public display. 

* Public description 

Provide a description (a paragraph) of the study goals and relevance. 

---------------------------------------------------------------------------------------------------------------------- 

Sample type 

Select the package that best describes your samples 

Clinical or host-associated pathogen 

* Sample Name 

A name that you choose for the sample. It can have any format, but we suggest that you make 

it concise, unique and consistent within your lab, and as informative as possible. Every Sample 

Name from a single Submitter must be unique. 

* Organism (You must select from the hint list) 

The most descriptive organism name for this sample (to the species, if relevant). 

Isolate 

Identification or description of the specific individual from which this sample was obtained. 

Strain 

microbial or eukaryotic strain name. 



3 
 

* collected by 

Name of persons or institute who collected the sample. 

* collection date (Example: 2016-08-01) 

Date of sampling, in " yyyy-MM-dd ". 

* geographic location 

Geographical origin of the sample; Use a colon to separate the country or ocean from more 

detailed information about the location, e.g. "China: Hunan" or "China: Beijing, Daxing".. 

* host (You must select from the hint list) 

The natural (as opposed to laboratory) host to the organism from which the sample was 

obtained. 

* host disease (You must select from the hint list) 

Name of relevant disease, e.g. Salmonella gastroenteritis. 

* isolation source 

Describes the physical, environmental and/or local geographical source of the biological 

sample from which the sample was derived. 

* latitude and longitude 

The geographical coordinates of the location where the sample was collected. Specify as 

degrees latitude and longitude in format "d[d.dddd] N|S d[dd.dddd] W|E", e.g., 38.98 N 77.11 

W. 

culture collection 

Name of source institute and unique culture identifier. See the description for the proper format 

and list of allowed institutes,  

genotype 

observed genotype. 

host age 

Age of host at the time of sampling. 

host description 

Additional information not included in other defined vocabulary fields. 

host disease outcome 

Final outcome of disease, e.g., death, chronic disease, recovery. 
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host disease stage 

Stage of disease at the time of sampling. 

host health state 

Information regarding health state of the individual sampled at the time of sampling. 

host sex 

Gender or physical sex of the host. 

host subject id 

a unique identifier by which each subject can be referred to, de-identified, e.g. #131. 

host tissue sampled (You must select from the hint list) 

Type of tissue the initial sample was taken from. 

passage history 

Number of passages and passage method. 

pathotype 

Some bacterial specific pathotypes (example Eschericia coli - STEC, UPEC). 

Serotype 

Taxonomy below subspecies; a variety (in bacteria, fungi or virus) usually based on its 

antigenic properties. e.g. serotype="H1N1" in Influenza A virus CY098518. 

serovar 

Taxonomy below subspecies; a variety (in bacteria, fungi or virus) usually based on its 

antigenic properties. Same as serovar and serotype. Sometimes used as species identifier in 

bacteria with shaky taxonomy, e.g. Leptospira, serovar saopaolo S76607 (65357 in Entrez). 

specimen voucher 

Identifier for the physical specimen. 

subgroup 

Taxonomy below subspecies; sometimes used in viruses to denote subgroups taken from a 

single isolate. 

subtype 

Used as classifier in viruses (e.g. HIV type 1, Group M, Subtype A). 

---------------------------------------------------------------------------------------------------------------------- 
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Environmental, food or other pathogen 

* Sample Name 

A name that you choose for the sample. It can have any format, but we suggest that you make 

it concise, unique and consistent within your lab, and as informative as possible. Every Sample 

Name from a single Submitter must be unique. 

* Organism (You must select from the hint list) 

The most descriptive organism name for this sample (to the species, if relevant). 

Isolate 

Identification or description of the specific individual from which this sample was obtained. 

Strain 

Sample Strain information 

* collected by 

Name of persons or institute who collected the sample. 

* collection date (Example: 2016-08-01) 

Date of sampling, in " yyyy-MM-dd ". 

* geographic location 

Geographical origin of the sample; Use a colon to separate the country or ocean from more 

detailed information about the location, e.g. "China: Hunan" or "China: Beijing, Daxing".  

* isolation source 

Describes the physical, environmental and/or local geographical source of the biological 

sample from which the sample was derived. 

* latitude and longitude 

The geographical coordinates of the location where the sample was collected. Specify as 

degrees latitude and longitude in format "d[d.dddd] N|S d[dd.dddd] W|E", e.g., 38.98 N 77.11 

W. 

culture collection 

Name of source institute and unique culture identifier. See the description for the proper format 

and list of allowed institutes,  

genotype 

observed genotype. 
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passage history 

Number of passages and passage method. 

pathotype 

Some bacterial specific pathotypes (example Eschericia coli - STEC, UPEC). 

Serotype 

Taxonomy below subspecies; a variety (in bacteria, fungi or virus) usually based on its 

antigenic properties. e.g. serotype="H1N1" in Influenza A virus CY098518. 

serovar 

Taxonomy below subspecies; a variety (in bacteria, fungi or virus) usually based on its 

antigenic properties. Same as serovar and serotype. Sometimes used as species identifier in 

bacteria with shaky taxonomy, e.g. Leptospira, serovar saopaolo S76607 (65357 in Entrez). 

specimen voucher 

Identifier for the physical specimen. 

subgroup 

Taxonomy below subspecies; sometimes used in viruses to denote subgroups taken from a 

single isolate. 

subtype  

Used as classifier in viruses (e.g. HIV type 1, Group M, Subtype A). 

---------------------------------------------------------------------------------------------------------------------- 

Microbe 

Use for bacteria or other unicellular microbes when it is not appropriate or advantageous to 

use MIxS, Pathogen or Virus packages. 

* Sample Name 

A name that you choose for the sample. It can have any format, but we suggest that you make 

it concise, unique and consistent within your lab, and as informative as possible. Every Sample 

Name from a single Submitter must be unique. 

* Organism (You must select from the hint list) 

The most descriptive organism name for this sample (to the species, if relevant). 

* strain 

microbial or eukaryotic strain name. 
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* isolation source 

Describes the physical, environmental and/or local geographical source of the biological 

sample from which the sample was derived. 

* collection date (Example: 2016-08-01) 

Date of sampling, in " yyyy-MM-dd ". 

* geographic location 

Geographical origin of the sample; Use a colon to separate the country or ocean from more 

detailed information about the location, e.g. "China: Hunan" or "China: Beijing, Daxing". 

altitude 

The altitude of the sample is the vertical distance between Earth's surface above Sea Level 

and the sampled position in the air.  

biomaterial provider 

name and address of the lab or PI, or a culture collection identifier. 

collected by 

Name of persons or institute who collected the sample. 

culture collection 

Name of source institute and unique culture identifier. See the description for the proper format 

and list of allowed institutes. 

depth 

Depth is defined as the vertical distance below surface, e.g. for sediment or soil samples depth 

is measured from sediment or soil surface, respectively. Depth can be reported as an interval 

for subsurface samples. 

environmental biome  

descriptor of the broad ecological context of a sample. Examples include: desert, taiga, 

deciduous woodland, or coral reef.  

genotype 

observed genotype. 

host (You must select from the hint list) 

The natural (as opposed to laboratory) host to the organism from which the sample was 

obtained.  



8 
 

host tissue sampled (You must select from the hint list) 

Type of tissue the initial sample was taken from. 

identified by 

name of the taxonomist who identified the specimen. 

lab host 

Scientific name and description of the laboratory host used to propagate the source organism 

or material from which the sample was obtained, e.g., Escherichia coli DH5a, or Homo sapiens 

HeLa cells. 

latitude and longitude 

The geographical coordinates of the location where the sample was collected. Specify as 

degrees latitude and longitude in format "d[d.dddd] N|S d[dd.dddd] W|E", e.g., 38.98 N 77.11 

W. 

Mating-type of fungi 

passage history 

Number of passages and passage method. 

sample size 

Amount or size of sample (volume, mass or area) that was collected. 

Serotype 

Taxonomy below subspecies; a variety (in bacteria, fungi or virus) usually based on its 

antigenic properties. e.g. serotype="H1N1" in Influenza A virus CY098518. 

serovar 

Taxonomy below subspecies; a variety (in bacteria, fungi or virus) usually based on its 

antigenic properties. Same as serovar and serotype. Sometimes used as species identifier in 

bacteria with shaky taxonomy, e.g. Leptospira, serovar saopaolo S76607 (65357 in Entrez). 

specimen voucher 

Identifier for the physical specimen. 

temperature 

temperature of the sample at time of sampling. 

---------------------------------------------------------------------------------------------------------------------- 
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Model organism or animal sample 

Use for multicellular samples or cell lines derived from common laboratory model organisms, 

e.g., mouse, rat, Drosophila, worm, fish, frog, or large mammals including zoo and farm 

animals. 

* Sample Name 

A name that you choose for the sample. It can have any format, but we suggest that you make 

it concise, unique and consistent within your lab, and as informative as possible. Every Sample 

Name from a single Submitter must be unique. 

* Organism (You must select from the hint list) 

The most descriptive organism name for this sample (to the species, if relevant). 

Breed 

breed name - chiefly used in domesticated animals or plants. 

Strain 

strain name 

age 

age at the time of sampling; relevant scale depends on species and study. 

* biomaterial provider 

name and address of the lab or PI, or a culture collection identifier. 

* sex 

physical sex of sampled organism. 

* tissue (You must select from the hint list)  

Type of tissue the sample was taken from. 

birth date (Example: 2016-08-01) 

the data of birth.  

birth location 

the location of birth. 

breeding history 

the history of breeding. 

breeding method 

the method of breeding. 
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cell line 

Name of the cell line. 

cell subtype 

the subtype of cell. 

cell type 

Type of cell of the sample or from which the sample was obtained. 

collected by 

Name of persons or institute who collected the sample. 

culture collection 

Name of source institute and unique culture identifier. See the description for the proper format 

and list of allowed institutes. 

death date  (Example: 2016-08-01) 

The data of death. 

development stage  

Developmental stage at the time of sampling. 

disease (You must select from the hint list) 

List of diseases diagnosed; can include multiple diagnoses.  

disease stage 

Stage of disease at the time of sampling.  

genotype 

Observed genotype. 

geographic location 

Geographical origin of the sample; use the appropriate name from this list 

http://www.insdc.org/documents/country-qualifier-vocabulary. Use a colon to separate the 

country or ocean from more detailed information about the location, e.g. "China: Hunan" or 

"China: Beijing, Daxing". 

growth protocol 

The protocol of growth. 

health state 

Health or disease status of sample at time of collection. 
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isolation source  

Describes the physical, environmental and/or local geographical source of the biological 

sample from which the sample was derived. 

latitude and longitude 

The geographical coordinates of the location where the sample was collected. Specify as 

degrees latitude and longitude in format "d[d.dddd] N|S d[dd.dddd] W|E", e.g. 38.98 N 77.11 W 

Phenotype 

Phenotype of sampled organism  

specimen voucher 

Identifier for the physical specimen. 

storage conditions 

Explain how and for how long the sample was stored before DNA extraction.  

study book number 

Study book number of sample. 

treatment 

Treatment of sample. 

---------------------------------------------------------------------------------------------------------------------- 

Human sample 

WARNING: Only use for human samples or cell lines that have no privacy concerns. For all 

studies involving human subjects, it is the submitter's responsibility to ensure that the 

information supplied protects participant privacy in accordance with all applicable laws, 

regulations and institutional policies. Make sure to remove any direct personal identifiers from 

your submission. If there are patient privacy concerns regarding making data fully public. For 

samples isolated from humans use the Pathogen, Microbe or other package.  

* Sample Name 

A name that you choose for the sample. It can have any format, but we suggest that you make 

it concise, unique and consistent within your lab, and as informative as possible. Every Sample 

Name from a single Submitter must be unique. 

* Organism (You must select from the hint list) 

The most descriptive organism name for this sample (to the species, if relevant). 
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* isolate 

identification or description of the specific individual from which this sample was obtained. 

age 

age at the time of sampling; relevant scale depends on species and study. 

* biomaterial provider 

name and address of the lab or PI, or a culture collection identifier. 

* sex 

physical sex of sampled organism. 

* tissue (You must select from the hint list) 

Type of tissue the sample was taken from. 

disease (You must select from the hint list) 

List of diseases diagnosed; can include multiple diagnoses.  

cell line 

Name of the cell line. 

cell subtype 

the subtype of cell. 

cell type 

Type of cell of the sample or from which the sample was obtained. 

culture collection 

Name of source institute and unique culture identifier. See the description for the proper format 

and list of allowed institutes,  

development stage 

Developmental stage at the time of sampling. 

disease stage 

Stage of disease at the time of sampling. 

ethnicity 

ethnicity of the subject. 

health state 

Health or disease status of sample at time of collection. 

karyotype 
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karyotype of sampled organism. 

phenotype 

Phenotype of sampled organism 

population 

for human: ; for plants: filial generation, number of progeny, genetic structure. 

race 

race of sample. 

type 

Sample type, such as cell culture, mixed culture, tissue sample, whole organism, single cell, 

metagenomic assembly. 

Treatment 

treatment of sample. 

---------------------------------------------------------------------------------------------------------------------- 

Plant sample 

Use for any plant sample or cell line. 

* Sample Name 

A name that you choose for the sample. It can have any format, but we suggest that you make 

it concise, unique and consistent within your lab, and as informative as possible. Every Sample 

Name from a single Submitter must be unique. 

* Organism (You must select from the hint list) 

The most descriptive organism name for this sample (to the species, if relevant). 

* cultivar 

Cultivar name: cultivated variety of plant. 

* biomaterial provider 

Name and address of the lab or PI, or a culture collection identifier. 

* tissue (You must select from the hint list) 

Type of tissue the sample was taken from. 

age 

age at the time of sampling; relevant scale depends on species and study. 

cell line 
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Name of the cell line. 

cell type 

Type of cell of the sample or from which the sample was obtained. 

collected by 

Name of persons or institute who collected the sample. 

collection date  (Example: 2016-08-01) 

Date of sampling, in " yyyy-MM-dd ". 

culture collection 

Name of source institute and unique culture identifier. See the description for the proper format 

and list of allowed institutes,  

development stage 

Developmental stage at the time of sampling. 

disease (You must select from the hint list) 

List of diseases diagnosed; can include multiple diagnoses.  

disease stage 

Stage of disease at the time of sampling. 

genotype 

Observed genotype. 

growth protocol 

The protocol of growth. 

height or length 

Measurement of height or length. 

isolation source 

Describes the physical, environmental and/or local geographical source of the biological 

sample from which the sample was derived. 

latitude and longitude 

The geographical coordinates of the location where the sample was collected. Specify as 

degrees latitude and longitude in format "d[d.dddd] N|S d[dd.dddd] W|E", e.g. 38.98 N 77.11 

W. 

phenotype 
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Phenotype of sampled organism. 

population 

for human: ; for plants: filial generation, number of progeny, genetic structure. 

Type 

Sample type, such as cell culture, mixed culture, tissue sample, whole organism, single cell, 

and metagenomics assembly. 

* sex 

physical sex of sampled organism. 

specimen voucher 

Identifier for the physical specimen. 

temperature 

temperature of the sample at time of sampling. 

Treatment 

Treatment of sample. 

---------------------------------------------------------------------------------------------------------------------- 

Virus sample 

Use for all virus samples not directly associated with disease. Viral pathogens should be 

submitted using the Pathogen: Clinical or host-associated pathogen package. 

* Sample Name 

A name that you choose for the sample. It can have any format, but we suggest that you make 

it concise, unique and consistent within your lab, and as informative as possible. Every Sample 

Name from a single Submitter must be unique. 

* Organism (You must select from the hint list)  

The most descriptive organism name for this sample (to the species, if relevant). 

* isolate 

identification or description of the specific individual from which this sample was obtained. 

Strain  

microbial or eukaryotic strain name. 

* host (You must select from the hint list) 

The natural (as opposed to laboratory) host to the organism from which the sample was 
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obtained. 

Lab host 

Scientific name and description of the laboratory host used to propagate the source organism 

or material from which the sample was obtained, e.g., Escherichia coli DH5a, or Homo sapiens 

HeLa cells. 

* collection date (Example: 2016-08-01) 

Date of sampling, in " yyyy-MM-dd "." 

* geographic location  

Geographical origin of the sample; Use a colon to separate the country or ocean from more 

detailed information about the location, e.g. "China: Hunan" or "China: Beijing, Daxing". 

* isolation source  

Describes the physical, environmental and/or local geographical source of the biological 

sample from which the sample was derived. 

altitude 

The altitude of the sample is the vertical distance between Earth's surface above Sea Level 

and the sampled position in the air.  

biomaterial provider  

name and address of the lab or PI, or a culture collection identifier. 

collected by 

Name of persons or institute who collected the sample. 

culture collection 

culture collection 

Name of source institute and unique culture identifier. See the description for the proper format 

and list of allowed institutes. 

depth 

Depth is defined as the vertical distance below surface, e.g. for sediment or soil samples depth 

is measured from sediment or soil surface, respectively. Depth can be reported as an interval 

for subsurface samples. 

disease (You must select from the hint list) 

List of diseases diagnosed; can include multiple diagnoses.  
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environment biom 

descriptor of the broad ecological context of a sample. Examples include: desert, taiga, 

deciduous woodland, or coral reef.  

genotype 

observed genotype. 

host tissue sampled (You must select from the hint list) 

Type of tissue the initial sample was taken from. 

identified by 

name of the taxonomist who identified the specimen. 

latitude and longitude 

The geographical coordinates of the location where the sample was collected. Specify as 

degrees latitude and longitude in format "d[d.dddd] N|S d[dd.dddd] W|E", e.g. 38.98 N 77.11 

W. 

passage history 

Number of passages and passage method. 

sample size 

Amount or size of sample (volume, mass or area) that was collected. 

Serotype 

Taxonomy below subspecies; a variety (in bacteria, fungi or virus) usually based on its 

antigenic properties. e.g. serotype="H1N1" in Influenza A virus CY098518. 

specimen voucher 

Identifier for the physical specimen. 

temperature 

temperature of the sample at time of sampling. 

 


